: Identification of patterns in N-terminal part of pUL56 from 4 reference strains (AD169, TB40/E, Toledo, Towne). a. Sequences alignment of the LATLNDIERFL pattern. b. Sequences alignment of conserved regions IV and residues involved in metal-binding site. Key residues involved in the both patterns are shown as white letters on a black background. Figure S2 : Effect of the terminase pUL56 D139A and E141A mutations on viral growth. A. Plaque formation assay using tranfection of HCMV-BAC AD169 and recombinant virus strains (amino acid probably involved in nuclease activity) in MRC-5 cells at day 4 and day 14. Green fluorescent foci (white arrow) were observed with the wild-type HCMV-BAC GFP and the D139A mutation. Single infected cells (grey arrow) were observed with the E141A mutation.
: Identification of patterns in N-terminal part of pUL56 from 4 reference strains (AD169, TB40/E, Toledo, Towne). a. Sequences alignment of the LATLNDIERFL pattern. b. Sequences alignment of conserved regions IV and residues involved in metal-binding site. Key residues involved in the both patterns are shown as white letters on a black background.
Figure S2:
Effect of the terminase pUL56 D139A and E141A mutations on viral growth. A. Plaque formation assay using tranfection of HCMV-BAC AD169 and recombinant virus strains (amino acid probably involved in nuclease activity) in MRC-5 cells at day 4 and day 14. Green fluorescent foci (white arrow) were observed with the wild-type HCMV-BAC GFP and the D139A mutation. Single infected cells (grey arrow) were observed with the E141A mutation. Figure S3 : Effect of the terminase pUL56 mutations whithin the putative leucine-zipper on viral growth. Plaque formation assay using tranfection of HCMV-BAC AD169 and recombinants virus strain (amino acid probably involved in leucine zipper pattern) in MRC-5 cells.
Figure S4:
Effect of the terminase pUL56 mutations within the putative zinc finger on viral growth. A. Plaque formation assay using transfection of HCMV-BAC AD169 and recombinants virus strain (amino acid probably involved in zinc chelation of putative zinc finger pattern) in MRC-5 cells. B. Plaque formation assay using transfection of HCMV BAC AD169 and recombinant virus strains (amino acids in the loop of putative zinc finger pattern) in MRC-5 cells. 
